In the crystal structure of the title compound, [Ni(NCS) 2 -(H 2 O) 4 ]Á4C 6 H 8 N 2 , the Ni II cations are coordinated by four water ligands and two trans-coordinated terminally N-bonded thiocyanate anions in a slightly distorted octahedral geometry. The asymmetric unit consists of a Ni 2+ cation located on a centre of inversion, two water molecules and one thiocyanate ligand, as well as two uncoordinated 2,5-dimethylpyrazine ligands in general positions. In the crystal, discrete complex molecules are linked into a three-dimensional network by O-HÁ Á ÁN hydrogen bonding between the water H atoms and the 2,5-dimethylpyrazine N atoms.
Related literature
For background information on the design and preparation of coordination polymers, see Nä ther et al. (2013) . For a different structure with thiocyanates and 2,5-dimethylpyrazine, see: Otieno et al. (2003) . Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: X-AREA (Stoe & Cie, 2008 ); cell refinement: X-AREA; data reduction: X-AREA; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP in SHELXTL (Sheldrick, 2008) and DIAMOND (Brandenburg, 1999) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
H 2 O in 500 ml H 2 O at RT for two hours. The white residue of BaSO 4 was filtered of and the solvent removed with a rotary evaporator. The homogeneity of the product was investigated by X-ray powder diffraction and elemental analysis.
The title compound was prepared by the reaction of (0.15 mmol) 27.8 mg Ni(NCS) 2 and (0.9 mmol) 97.5 µl 2,5-dimethylpyrazine at RT. After a few days blue block shaped crystals of the title compound were obtained.
S2. Refinement
The C-H H atoms were positioned with idealized geometry (methyl H atoms allowed to rotate but not to tip) and were refined using a riding model with C-H = 0.95 Å for aromatic and C-H = 0.98 Å for methyl. Water hydrogen atoms were found in difference-electron density maps and fixed (SHELXL command AFIX 3). U iso (H) values were set to either 1.2U eq or 1.5U eq (-CH 3 , H 2 O) of the attached parent atom.
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Figure 1
Part of the crystal structure of the title compound with labelling and displacement ellipsoids drawn at the 50% probability level. Symmetry code: i = x+1,-y+1,-z+1.
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Figure 2
Crystal structure of the title compound with view along the crystallographic a axis. Hydrogen bonding is shown as dashed lines and for clarity only the O-H H atoms are shown.
Tetraaquabis(thiocyanato-κN)nickel(II)-2,5-dimethylpyrazine (1/4)
Crystal data
Orthorhombic, Pbca Hall symbol: -P 2ac 2ab a = 13.0731 (6) Extinction coefficient: 0.0068 (8)
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

